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/ Background \

* Single nucleotide polymorphisms (SNPs) in dementia risk genes and their role have been examined across
populations to determine mutant variant distribution (Carmona et al., 2018).
e Common polymorphisms of €CD33, CR1, CLU, and ABCA7 associated to immune modulation and lipid transport are

implicated in onset of dementia (Misra et al., 2018).

e Studies exploring such SNPs are lacking in India that have potential in risk prediction and patient stratification in

K dementia. /

Aim
* To analyze association among common genetic variants of CD33 (rs3865444), CLU (rs11136000) , ABCA7
(rs3764650), and CR1 (rs6656401) with risk of dementia

/ Study Cohort \
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4 Methodology N
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Results , N \/ Conclusion \
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